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Ammonifex degensii KC4 Phosphatase (3a1a=3a2a) 

Complete Gene sequence 
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FIGURE 2 



Methanococcus iqneus Kol5 Phosphatase (9AlA) 

Complete Gene Sequence 



atg ttg gat ata ctg ctt gtt aat gat gat gqc att tat tea aat gqa 

Met Leu Asp lie Leu Leu val Asn Asp Asp Gly lie Tyr Ser Asn Gly 

tta ata get ttg aag gat gca tta ttg gaa aaa ttt aat gcg agg att 

Leu lie Ala Leu Lys Asp Ala Leu Leu Glu Lys Phe Asn Ala Arg lie 

act att gta gec cca aca aat cag cag agt ggt att ggt agg gca ata 

Thr lie val Ala Pro Thr Asn Gin Gin Ser Gly lie Gly Arg Ala lie 

agt tta ttc gag ccg tta agg ata act aaa acc aaa tta gca gat ggt 

Ser Leu Phe Glu Pro Leu Arg lie Thr Lys Thr Lys Leu Ala Asp Gly 

tct tgg gqa tat gca gtt tea gqa acc cca aca gat tgc gtt ata ttg 

Ser Trp Gly Tyr Ala Val Ser Gly Thr Pro Thr Asp Cys Val lie Leu 

gqc att tat gag ata tta aag aag gta cct gat gta gtt ata tea gqa 

Gly lie Tyr Glu lie Leu Lys Lys val Pro Asp val val lie Ser Gly 

ata aac att gqa gaa aac ctt gqg act gaa ata aca act tct gqa acg 

lie Asn lie Gly Glu Asn Leu Gly Thr Glu lie Thr Thr Ser Gly Thr 

ttg gqg get gcg ttt gaa gqg gee cat cat gqg get aag gca tta gca 

Leu Gly Ala Ala Phe Glu Gly Ala His His Gly Ala Lys Ala Leu Ala 

tea tea etc caa gtt acc tct gac cat eta aag ttt aaa gag gqg gag 

Ser Ser Leu Gin Val Thr Ser Asp His Leu Lys Phe Lys Glu Gly Glu 

acc cca ata gac ttc aca gtc cca gca aga att act gca aat gtt gtt 

Thr Pro lie Asp Phe Thr val Pro Ala Arg lie Thr Ala Asn val val 

gag aag atg ttg gat tat gat ttc cca tgt gat gtc gtc aac tta aac 

Glu Lys Met Leu Asp Tyr Asp Phe Pro Cys Asp val val Asn Leu Asn 

att cca gaa gqa gca aca gaa aag aca ccg att gaa ate aca agg ttg 

lie Pro Glu Gly Ala Thr Glu Lys Thr Pro lie Glu lie Thr Arg Leu 

gca agg aaa atg tat aca aca cac gtt gag gaa aga ata gat cca aga 

Ala Arg Lys Met Tyr Thr Thr His val Glu Glu Arg lie Asp Pro Arg 

gqg agg agt tat tat tgg att gat gqg tat cct att tta gag gaa gag 

Gly Arg ser Tyr Tyr Trp lie Asp Gly Tyr Pro lie Leu Glu Glu Glu 

gaa gac act gat gtc tat gtt gtt aga aga aag gqa cat att tct eta 

Glu Asp Thr Asp val Tyr val val Arg Arg Lys Gly His lie Ser Leu 

acc cca tta aca tta gac aca aca att aaa aat tta gag gaa ttt aag 

Thr Pro Leu Thr Leu Asp Thr Thr lie Lys Asn Leu Glu Glu Phe Lys 

aaa aaa tat gag aga ata tta aat gaa tga 
Lys Lys Tyr Glu Arg lie Leu Asn Glu * 
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FIGURE 3 



Thermococcus alcaliphilus AEDII12RA Phosphatase (18a) 

Complete Gene sequence 




atg atg atg gaa ttc act cgc gag gga ata aaa get get gta gag gca 

Met Met Met Glu Phe Thr Arg Glu Gly lie Lys Ala Ala Val Glu Ala 

ctt caa ggg tta gqa gag ate tac gta gtt gec cca atg ttt caa agg 

Leu Gin Gly Leu Gly Glu lie Tyr val val Ala Pro Met Phe Gin Arg 

age gca agt gqa agg gca atg ace ate cac aga cct eta agg get aaa 

Ser Ala ser Gly Arg Ala Met Thr lie His Arg Pro Leu Arg Ala Lys 

aga ata agt atg aac gqt gca aaa gca gee tat get ttg gat gqa atg 

Arg lie ser Met Asn Gly Ala Lys Ala Ala Tyr Ala Leu Asp Gly Met 

ccc gtt gat tgc gtt ate ttt gec atg gee aga ttt gqa gat ttc gac 

pro val Asp Cys val lie Phe Ala Met Ala Arg Phe Gly Asp Phe Asp 

ctt gca ata agt gqt gta aac ttg gqa gaa aac atg age ace gag ata 

Leu Ala lie Ser Gly val Asn Leu Gly Glu Asn Met Ser Thr Glu lie 

acg gtt tec ggg act gca age get gca ata gag get gca ace caa gag 

Thr val Ser Gly Thr Ala Ser Ala Ala lie Glu Ala Ala Thr Gin Glu 

ate cca age att ccc ata age ctg gaa gtt aat aga gaa aaa cac aaa 

lie Pro Ser lie Pro lie Ser Leu Glu val Asn Arg Glu Lys His Lys 

ttt gqt gag ggc gaa gag att gac ttc tea get gee aag tat ttc eta 

Phe Gly Glu Gly Glu Glu lie Asp Phe Ser Ala Ala Lys Tyr Phe Leu 

aga aaa ate gca acg gcg gtt tta aag aga ggc etc ccc aaa gqa gtc 

Arg Lys lie Ala Thr Ala val Leu Lys Arg Gly Leu Pro Lys Gly val 

gat atg ctg aac gtc aac gtc cct tat gat gca aat gaa agg aca gag 

Asp Met Leu Asn val Asn val Pro Tyr Asp Ala Asn Glu Arg Thr Glu 

ata get ttt act cgc ctg gca aga agg atg tat agg cct tct att gaa 

lie Ala Phe Thr Arg Leu Ala Arg Arg Met Tyr Arg Pro Ser lie Glu 

gag cgc ata gac cca aag ggg aat ccc tac tac tgg ata gtt gqa act 

Glu Arg lie Asp Pro Lys Gly Asn Pro Tyr Tyr Trp lie Val Gly Thr 

cag tgc cct aag gag gca tta gag ccg gga acg gat atg tat gta gtt 

Gin Cys Pro Lys Glu Ala Leu Glu Pro Gly Thr Asp Met Tyr val val 

aaa gtt gag aga aaa gtt age gtg act cca ata aac att gat atg aca 

Lys val Glu Arg Lys val Ser val Thr Pro lie Asn lie Asp Met Thr 

gca aga gtg aat tta gac gag att aaa aga ctt tta gaa ctg tag 

Ala Arg val Asn Leu Asp Glu lie Lys Arg Leu Leu Glu Leu * 
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FIGURE 4 



Thermococcus celer Phosphatase (23A1A) 
Complete Gene Sequence 
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atg aga acc ctg aca ata aac act gac gcg gag ggg ttc gtt ttg agg 

Met Arg Thr Leu Thr lie Asn Thr Asp Ala Glu Gly Phe Val Leu Arg 

att etc ctg acg aac gac gat gga ate tac tec aac gga ctg cgc gec 

lie Leu Leu Thr Asn Asp Asp Gly lie Tyr Ser Asn Gly Leu Arg Ala 

get gtg aaa gee ctg agt gag etc ggc gaa gtt tac gtc gtt gec ccc 

Ala Val Lys Ala Leu Ser Glu Leu Gly Glu val Tyr val Val Ala Pro 

etc ttc cag agg age gcg age ggc agg gec atg acg etc cac agg ccg 

Leu Phe Gin Arg Ser Ala Ser Gly Arg Ala Met Thr Leu His Arg Pro 

ata agg gec aag cgc gtt gac gtt ccc ggc gca aag ata gec tac gga 

lie Arg Ala Lys Arg val Asp val Pro Gly Ala Lys lie Ala Tyr Gly 

ata gat gqa act cct act gac tgc gtg att ttc gee ata gee cgc ttc 

lie Asp Gly Thr Pro Thr Asp Cys val lie Phe Ala lie Ala Arg Phe 

ggg age ttt ggt tta gee gtg age ggg att aac etc ggc gag aac ctg 

Gly ser Phe Gly Leu Ala val Ser Gly lie Asn Leu Gly Glu Asn Leu 

age acc gag ata aca gtc tea ggg acg gee tec get gee ata gag gec 

ser Thr Glu lie Thr val Ser Gly Thr Ala Ser Ala Ala lie Glu Ala 

tea act cat gga att ccg age ata gcg att age ctt gag gtg gag tgg 

Ser Thr His Gly lie Pro Ser lie Ala lie Ser Leu Glu Val Glu Trp 

aag aag acc etc ggc gag ggt gag ggg gtt gac ttc teg gtc teg act 

Lys Lys Thr Leu Gly Glu Gly Glu Gly Val Asp Phe Ser val Ser Thr 

cac ttc etc aag aga ate gcg gga gee etc ttg gag aga ggt ctt cct 

His Phe Leu Lys Arg lie Ala Gly Ala Leu Leu Glu Arg Gly Leu Pro 

gag ggc gtt gac atg etc aac gtc aac gtt ccg age gac gcg acg gag 

Glu Gly val Asp Met Leu Asn val Asn val Pro Ser Asp Ala Thr Glu 

gaa acg gag ata gca ate acc cgc tta gee egg aag cgc tac tec cca 

Glu Thr Glu lie Ala lie Thr Arg Leu Ala Arg Lys Arg Tyr Ser Pro 

acg gtc gag gag agg att gac ccc aag ggc aac ccc tac tac tgg att 

Thr val Glu Glu Arg lie Asp Pro Lys Gly Asn Pro Tyr Tyr Trp lie 

gtc ggc aaa ctt gtc caa gac ttc gag cca ggg aca gat gec tac gee 

val Gly Lys Leu val Gin Asp Phe Glu Pro Gly Thr Asp Ala Tyr Ala 

ctg aag gtc gag agg aag gtc age gtc acg ccg ata aac ata gat atg 

Leu Lys Val Glu Arg Lys Val Ser val Thr Pro lie Asn lie Asp Met 

act gcg agg gtg gac ttt gag gag ctt gta agg gtt ctg tgg gtg taa 

Thr Ala Arg val Asp Phe Glu Glu Leu val Arg val Leu Trp val * 
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Thermococcus GU5L5 Phosphatase (26A1A) ^ 
Complete Gene sequence 

atg aaa gqa aag tct ctt gtt age gqt ctg ttg ttg gqt ctt tta att 48 
Met Lys Gly i_ys ser Leu val Ser Gly Leu Leu Leu Gly Leu Leu He 

ttg age ctg att tea ttc cag cca age ttt gca tac tec cca cac gqc 96 
Leu Ser Leu lie Ser Phe Gin Pro Ser Phe Ala Tyr ser Pro His Gly 

gqt gtc aaa aac ate ata ate ctg gtt gqa gac gqc atg gqt ctt gqg 144 
Gly val Lys Asn lie He He Leu Val Gly Asp Gly Met Gly Leu Gly 

cat gta gaa att aca aag etc gtt tat gqa cac tta aac atg gaa aac 192 
His val Glu lie Thr Lys Leu Val Tyr Gly His Leu Asn Met Glu Asn 

ttt cca gtt act gqa ttt gag ctt act gat tec eta agt gqt gaa gtt 240 
Phe Pro val Thr Gly Phe Glu Leu Thr Asp Ser Leu Ser Gly Glu Val 

aca gat tct get gcg gca gqa act gca ata tec act gqa get aaa acg 288 
Thr Asp ser Ala Ala Ala Gly Thr Ala lie Ser Thr Gly Ala Lys Thr 

tat aat gqt atg att tea gta acc aac ata ace gqa aag ata gtt aac 336 
Tyr Asn Gly Met lie Ser val Thr Asn lie Thr Gly Lys lie Val Asn 

tta aca acc eta ctt gaa gtq get caa gag ctt gqg aag tea aca gqg 384 
Leu Thr Thr Leu Leu Glu val Ala Gin Glu Leu Gly Lys Ser Thr Gly 

ctg gtc acc aca aca agg att acc cat gca act cca gca gtt ttt gcg 432 
Leu val Thr Thr Thr Arg lie Thr His Ala Thr Pro Ala Val Phe Ala 

tec cat gtc cca gat agg gat atg gag gqg gag ata ccc aag caa etc 480 
Ser His val Pro Asp Arg Asp Met Glu Gly Glu lie Pro Lys Gin Leu 

ata atg cac aaa gtt aac gtc ttg ttg gqt gqt gqa agg gag aaa ttc 528 
lie Met His Lys val Asn val Leu Leu Gly Gly Gly Arg Glu Lys Phe 

gat gag aaa aat ttg gag ctg gee aaa aag cag gqa tac aaa gta gtt 576 
Asp Glu Lys Asn Leu Glu Leu Ala Lys Lys Gin Gly Tyr Lys val Val 



ttc acg aag gaa gag ctt gaa aaa gtt gaa gqa gat tat gtc eta gqa 
Phe Thr Lys Glu Glu Leu Glu Lys val Glu Gly Asp Tyr val Leu Gly 
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etc ttt gca gaa agt cac ate cct tac gta ttg gat aga aaa ccc gat 672 

Leu Phe Ala Glu Ser His lie Pro Tyr val Leu Asp Arg Lys Pro Asp 

gat gtt gqa ctt tta gaa atg gee aaa aag gca att tea ata etc gag 720 

Asp val Gly Leu Leu Glu Met Ala Lys Lys Ala lie Ser lie Leu Glu 

aag aac ccg age gqa ttc ttt etc atg gtt gag gqc gqa agg att gac 768 

Lys Asn Pro ser Gly Phe Phe Leu Met val Glu Gly Gly Arg lie Asp 

cat gca gec cat gqa aac gat gtc gca teg gtt gtt gca gaa act aag 816 

His Ala Ala His Gly Asn Asp val Ala ser val val Ala Glu Thr Lys 

gag ttt gac gat gtt gtc aga tac gtq ctg gaa tat ccg aag aag agg 864 

Glu Phe Asp Asp val val Arg Tyr Val Leu Glu Tyr Pro Lys Lys Arg 

gqa gat acc ttg gta ata gtq ctt gee gat cac gaa act gqa gqt ctt 912 

Gly Asp Thr Leu val lie val Leu Ala Asp His Glu Thr Gly Gly Leu 
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Ala Leu ser Asn Ala vai Ala Asp vai lie Asn Arg Arg lie Gly vai 

gqa ttc acc tec tat gag cat aca gqa gtt cca gtt ccg etc tta get 
Gly Phe Thr Ser Tyr Glu His Thr Gly vai Pro vai Pro Leu Leu Ala 
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FIGURE 6A 

0C9a Phosphatase (27A3A) 
Complete Gene Sequence 



atg cca aga aat ate gec get gta tgc gee ctg gee get ttg tta ggg 

Met Pro Arg Asn lie Ala Ala Val Cys Ala Leu Ala Ala Leu Leu Gly 

teg gec tgg gcg gec aaa gtt gec gtc tac ccc tac gac gga gec get 

Ser Ala Trp Ala Ala Lys val Ala Val Tyr Pro Tyr Asp Gly Ala Ala 

ttg ctg gcg ggg cag cgc ttc gat ttg cgc ata gaa gec tec gag ctg 

Leu Leu Ala Gly Gin Arg Phe Asp Leu Arg lie Glu Ala ser Glu Leu 

aaa ggc aat tta aag get tac cgc ate acc ctg gac ggc cag cct ctg 

Lys Gly Asn Leu Lys Ala Tyr Arg lie Thr Leu Asp Gly Gin Pro Leu 

gcg gqc etc gag caa acc gcg cag ggg gee ggg cag gec gag tgg acc 

Ala Gly Leu Glu Gin Thr Ala Gin Gly Ala Gly Gin Ala Glu Trp Thr 
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ctg cgc ggt gee ttc ctg cgc cct gga age cac acc etc gag gtc age 

Leu Arg Gly Ala Phe Leu Arg Pro Giy Ser His Thr Leu Glu val Ser 

etc acc gac gac get ggg gag age agg aag age gta cgt tgg gag get 

Leu Thr Asp Asp Ala Gly Glu ser Arg Lys Ser val Arg Trp Glu Ala 

egg cag aac ctt cgc ttg ccc cga gcg gee aag aat gtg att etc ttc 

Arg Gin Asn Leu Arg Leu Pro Arg Ala Ala Lys Asn Vat lie Leu Phe 

att ggc gac ggg atg ggc tgg aac acc etc aac gee gee cgc ate ate 

lie Gly Asp Gly Met Gly Trp Asn Thr Leu Asn Ala Ala Arg lie lie 

gee aaa ggc ttt aac ccc gaa aac ggt atg ccc aac gga aac etc gag 

Ala Lys Gly Phe Asn Pro Glu Asn Gly Met Pro Asn Gly Asn Leu Glu 

ate gag agt ggt tac ggt ggg atg get acc gtc act acc ggc age ttt 

He Glu Ser Gly Tyr Gly Gly Met Ala Thr val Thr Thr Gly Ser Phe 

gat age ttc ate gec gac tea get aac teg get tct tec ate atg acc 

Asp ser Phe lie Ala Asp ser Ala Asn ser Ala ser Ser lie Met Thr 

ggg cag aag gtg cag gtg aat gee etc aac gtt tac cca tea aac etc 

Gly Gin Lys val Gin val Asn Ala Leu Asn val Tyr Pro ser Asn Leu 

aaa gat acc ctg gec tac ccc egg ate gaa acc eta gcg gag atg etc 

Lys Asp Thr Leu Ala Tyr Pro Arg lie Glu Thr Leu Ala Glu Met Leu 

aag egg gta cgc ggg gec age att ggg gta gtg acc acc acc ttc ggc 

Lys Arg val Arg Gly Ala Ser lie Gly val val Thr Thr Thr Phe Gly 

acc gac get acc ccg get tea etc aac gee cat acc cgc cgc cgc ggt 

Thr Asp Ala Thr Pro Ala Ser Leu Asn Ala His Thr Arg Arg Arg Gly 

gat tac cag get ate gee gac atg tac ttt ggt aga ggc ggg ttc ggt 

Asp Tyr Gin Ala lie Ala Asp Met Tyr Phe Gly Arg Gly Gly Phe Gly 

gtt ccc ttg gat gtg atg etc ttc ggt ggt tea cgc gac ttc ate ccc 

val Pro Leu Asp val Met Leu Phe Gly Gly ser Arg Asp Phe lie Pro 
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cag age acc cct gqc teg 
Gin ser Thr Pro Gly Ser 

gaa tec cag aag ctg gqc 
Glu Ser Gin Lys Leu Gly 

ctg gcg gec aaa ccc acc 
Leu Ala Ala Lys Pro Thr 

aac ttc ccc age tac eta 
Asn Phe Pro Ser Tyr Leu 

ctg gqa age ttt acc gat 
Leu Gly Ser Phe Thr Asp 

gec gtq gag get etc tec 
Ala val Glu Ala Leu ser 

gag gqg gqa atg gtq gat 
Glu Gly Gly Met val Asp 

gca ctt tgg gat gta etc 
Ala Leu Trp Asp val Leu 

gqc tat gcg gec tec cac 
Gly Tyr Ala Ala Ser His 

cac get cac teg ate teg 
His Ala His Ser lie Ser 

gqc egg gag gqg gtq gqg 
Gly Arg Glu Gly val Gly 

gqc gac aaa aaa gac gec 
Gly Asp Lys Lys Asp Ala 

gqa ate gcg gta gqc ttc 
Gly lie Ala val Gly Phe 

egg gqc cgc gag gtc tac 
Arg Gly Arg Glu Val Tyr 

gqt tac gtq gee aac cct 
Gly Tyr Vat Ala Asn Pro 

tac egg caa etc cca gta 
Tyr Arg Gin Leu Pro val 

ccc atg ccg ctg ttt gee 
Pro Met Pro Leu Phe Ala 

etc ate gac cag acc gag 
Leu lie Asp Gin Thr Glu 

ttc aac ccc cac etc gag 
Phe Asn Pro His Leu Glu 
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Figure 6B 

aag gat age 
Lys Asp Ser 

ttt gtc age 
Phe val Ser 

ctg ttt gqg 
Leu Phe Gly 

gca gtq tgg 
Ala val Trp 

tac etc tgg 
Tyr Leu Trp 

gac aaa gqc 
Asp Lys Gly 

gag cac ccc 
Glu His Pro 

gac cgc gcg 
Asp Arg Ala 

acc ctg gtq 
Thr Leu val 

gqc gqt tac 
Gly Gly Tyr 

gag gee gec 
Glu Ala Ala 

ttt ccc ttg 
phe Pro Leu 

acg ccg gat 
Thr Pro Asp 

ccc acc ate 
Pro Thr lie 

tgc aag gag 
Cys Lys Glu 

gee cag gqc 
Ala Gin Gly 

gtq gqg tct 
val Gly ser 

ttc cgc atg 
Phe Arg Met 

taa 
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acg gac tgg att gee 
Thr Asp Trp lie Ala 

acc cgc age gag ctg 
Thr Arg Ser Glu Leu 

ctg ttc aac att gac 
Leu Phe Asn lie Asp 

aag egg ccc gag atg 
Lys Arg Pro Glu Met 

gag atg acc cag aaa 
Glu Met Thr Gin Lys 

ttt ttc ttg atg gtt 
Phe Phe Leu Met val 

ttg gac tgg ccc cgc 
Leu Asp Trp Pro Arg 

gtq get tgg gee aag 
val Ala Trp Ala Lys 

att gtc acc gec gac 
lie val Thr Ala Asp 

gac tac tec aag cag 
Asp Tyr Ser Lys Gin 

aag ttc ccc acc tac 
Lys Phe Pro Thr Tyr 

ccc gac acc act egg 
Pro Asp Thr Thr Arg 

tac tgt gaa acc tac 
Tyr Cys Glu Thr Tyr 

tec gac gqc aaa gqt 
Ser Asp Gly Lys Gly 

ccg gqc ctt cca acg 
Pro Gly Leu Pro Thr 

gtq cac acg get gat 
val His Thr Ala Asp 



cag ttc ttc aat gqc 
Gin Phe Phe Asn Gly 



gee cag gee eta gqg 
Ala Gin Ala Leu Gly 
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-wJ? FIGURE 100, 

L Phosphatase (29a1a=29a2a) fS&ton 
Complete Gene Sequence ^^<Jjj9 



atg tat aaa tgg att att gag gqt aag ctt gcc caa gca cct ttt cca 48 

Met Tyr Lys Trp lie lie Glu Gly Lys Leu Ala Gin Ala Pro Phe Pro 

age eta gqt gaa eta gcc gat etc aaa aga ctt ttc gac gcc att att 96 

Ser Leu Gly Glu Leu Ala Asp Leu Lys Arg Leu Phe Asp Ala lie lie 

gtt ctt aca atg ccg cat gaa caa ccg ctt aat gag aaa tat ate gag 144 

val Leu Thr Met Pro His Glu Gin Pro Leu Asn Glu Lys Tyr lie Glu 

ata tta gag age cat gqa ttc caa gtc etc cat gtc ccc acg etc gac 192 

lie Leu Glu Ser His Gly Phe Gin val Leu His val Pro Thr Leu Asp 

ttt cat cct tta gaa etc ttc gac ctt ttg aaa aca age ata ttc att 240 

Phe His Pro Leu Glu Leu Phe Asp Leu Leu Lys Thr ser lie Phe lie 

gat gaa aac ctg gag aga tec cac aga gtq ctt gtc cac tgc atg gqa 288 

Asp Glu Asn Leu Glu Arg Ser His Arg Val Leu Val His Cys Met Gly 

gqc ata gqc egg age ggg ctt gta act get gcg tac tta ata ttc aaa 336 

Gly lie Gly Arg Ser Gly Leu val Thr Ala Ala Tyr Leu lie Phe Lys 

gqt tat gat att tac gac gcg gta aag cat gtq aga acg gta gtq cct 384 

Gly Tyr Asp lie Tyr Asp Ala val Lys His val Arg Thr val val Pro 

gqt get att gaa aac aga ggg caa gcg tta atg ctt gag aac tac tat 432 

Gly Ala lie Glu Asn Arg Gly Gin Ala Leu Met Leu Glu Asn Tyr Tyr 

ace ctg gtc aaa agt ttc aac aga gag ttg ctg aga gac tac ggg aag 480 

Thr Leu val Lys Ser Phe Asn Arg Glu Leu Leu Arg Asp Tyr Gly Lys 

aaa att ttc acg etc gqt gac ccg aag gcg gtt etc cac get tct aag 528 

Lys lie Phe Thr Leu Gly Asp Pro Lys Ala val Leu His Ala Ser Lys 

acg act cag ttc acg att gaa etc tta age aac tta cac gtc aac gag 576 

Thr Thr Gin Phe Thr lie Glu Leu Leu Ser Asn Leu His val Asn Glu 

gcg ttt tea ate agt gcg atg get caa tea ctg etc cac ttt cac gac 624 

Ala Phe Ser lie ser Ala Met Ala Gin ser Leu Leu His Phe His Asp 

gta aaa gtc cgc tct aaa ctg aaa gaa gta ttc gaa aac atg gaa ttc 672 

val Lys val Arg ser Lys Leu Lys Glu Val Phe Glu Asn Met Glu Phe 

tea tec gcc tea gag gag gtt ctg tea ttt att cac eta etc gat ttc 720 

Ser Ser Ala Ser Glu Glu Val Leu ser Phe lie His Leu Leu Asp Phe 

tat cag gat gqc agg gtt gtt tta ace att tac gat tat etc ccc gat 768 

Tyr Gin Asp Gly Arg val val Leu Thr lie Tyr Asp Tyr Leu Pro Asp 

agg gtq gat ttg att tta ttg tgt aag tgg gqt tgt gat aaa ata gtt 816 

Arg val Asp Leu lie Leu Leu cys Lys Trp Gly Cys Asp Lys lie val 

gaa gtc teg tct tea gcg aag aaa ace gtt gag aag ctt gta gqa aga 864 

Glu Val Ser Ser Ser Ala Lys Lys Thr val Glu Lys Leu val Gly Arg 

aag gtt tec eta tec tgg get aat tac tta gac tat gtt tag 906 

Lys val Ser Leu Ser Trp Ala Asn Tyr Leu Asp Tyr val * 



FIGURE 8 



Thermococcus CL-2 Phosphatase (30MA) 
Complete Gene Sequence 



atg aga ate etc etc acc aac gac gac ggc ate tat tec aac ggt ctg 
Met Arg lie Leu Leu Thr Asn Asp Asp Gly lie Tyr Ser Asn Gly Leu 

cgc gcg gcg gtq aag gqc ctg age gag etc gqc gag gtc tac gtc gtc 
Arg Ala Ala Val Lys Gly Leu Ser Glu Leu Gly Glu Val Tyr val val 

gec ccg etc ttc cag agg age gcg age ggt egg gcg atg acc eta cac 
Ala Pro Leu Phe Gin Arg Ser Ala Ser Gly Arg Ala Met Thr Leu His 

agg ccg ata agg gca aag agg gtt gac gtt ccc gqc gcg aag ata gcg 
Arg Pro lie Arg Ala Lys Arg val Asp val Pro Gly Ala Lys lie Ala 

tat gqc ata gac gqa acg ccg acc gac tgc gtq att ttt gec ate gec 
Tyr Gly lie Asp Gly Thr Pro Thr Asp Cys Val lie Phe Ala lie Ala 

cgc ttc gqc gac ttt gat ctg gcg gtc age ggg ata aac eta gqc gag 
Arg Phe Gly Asp Phe Asp Leu Ala val ser Gly lie Asn Leu Gly Glu 

aac ctg age acg gag ata acc gtc tec gqa acg gec teg gcg gcg ata 
Asn Leu Ser Thr Glu lie Thr val Ser Gly Thr Ala Ser Ala Ala lie 

gag get tec acc cac gqg att cca agt gta get ata age etc gag gtc 
Glu Ala Ser Thr His Gly lie Pro ser val Ala lie Ser Leu Glu val 

gag tgg aag aag acc etc gqc gag gqg gag ggt att gac ttc teg gtt 
Glu Trp Lys Lys Thr Leu Gly Glu Gly Glu Gly lie Asp Phe ser val 

tea gca cac ttc ctg aga agg ata gcg acg get gtc ctt aag aag ggc 
Ser Ala His Phe Leu Arg Arg lie Ala Thr Ala Val Leu Lys Lys Gly 

ctg cct gaa ggg gtg gac atg etc aac gtg aac gtc cct age gac gec 
Leu Pro Glu Gly val Asp Met Leu Asn val Asn Val Pro Ser Asp Ala 

age gag ggg act gag ate gee ata acg cgc etc gcg agg aag cgc tat 
Ser Glu Gly Thr Glu lie Ala lie Thr Arg Leu Ala Arg Lys Arg Tyr 

tct ceg aeg ata gag gag agg ata gac ccc aag ggc aac ccc tac tac 
ser Pro Thr lie Glu Glu Arg lie Asp Pro Lys Gly Asn Pro Tyr Tyr 

tgg ate gtt ggc agg etc gtc cag gag ttc gag ccg ggc acg gac gec 
Trp lie val Gly Arg Leu val Gin Glu Phe Glu Pro Gly Thr Asp Ala 

tac get ctg aaa gtc gag aga aag gtc age gtc acg ccc ata aac ate 
Tyr Ala Leu Lys Val Glu Arg Lys val Ser val Thr Pro lie Asn lie 

gac atg act gcg agg gtt gac ttt gag aac ctt caa agg ctt ctg age 
Asp Met Thr Ala Arg val Asp Phe Glu Asn Leu Gin Arg Leu Leu Ser 
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Aquifex VF-5 Phosphatase (34A1A 
Complete Gene Sequence 
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